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Abstract Objective: To preliminarily explore the correlations between the molecular mechanism of Feilaokang
Capsule to counteract isoniazid—resistant tuberculosis and katG gene mutations. Methods The isoniazid—resistant tubercu-
losis mice were randomly divided into blank, model, isoniazid, Feilaokang and combination groups, with a standard strain
group set up. After the model mice created and fed for 56 days, the changes of their body’ s general signs and weight were
observed and recorded. The same parts of the lung tissues were removed to observe their pathological changes by HE stai-
ning and take mycobacterium tuberculosis DNA from part samples for complete gene sequencing to watch the site changes

of KatG gene mutation. Results: The pathological damages of each treatment group were significantly lighter than model
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group and the tubercles were formed in isoniazid group, but there were no typical tuberculous nodules in Feilaokang and

combination groups. The complete gene sequencing results showed that the 315th and 463rd codon of katG genes mutated

from AGC and CGG into ACC and CTG in model, isoniazid, Feilaokang and combination groups while standard strains did

not show katG gene mutations. Conclusion: Feilaokang Capsule can improve the existent state of isoniazid—resistant tu-

berculosis mice and reduce the inflammatory reaction of lung tissues. The molecular mechanism of its function has lesser

correlations with katG gene reverse mutations.
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T KA : (AERTR AR A FRA 7] 5 062 i
5% . (Olympu A7) ;Qubit® 2.0 Fluorometer( Invitro-
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1 @HWI-ST1283:64:C202MACXX:2:1101:8277:2404 1:N:0:GTCCGC
2 GTCTTICTTTAATGCCACCAACAAATATCTTTTITCACAGTTAAGTGGGCACCTGGTCTTTGAGAATCTTICTCTGGAGACAGCTCTCTTTIGGTTCCACAACT

3+

4 CCCFFFFFHHHHHJJIIJIIIIIIIIIIIIIIIIIIIIIIGIIIIIJIIIIIIIIFHIJIIIIJIJIIJIIJIJIJIEHHHFFFFFFEEEEEDDDDEDDDDD
5 @HWI-ST1283:64:C202MACXX:2:1101:8738:2405 1:N:0:GTCCGC
6 CCCATCTCAGCAGCCTCCTTICTCAAATTTTTCAATGGTTCTTTTGTCGATGCCACCGCATTTATAGATCAGATGGCCAGTAGTGGTGGACTTGCCCGAAT

7+

8 CCCFFFFFHHHHHJJIIIIIIIIIIIIIIIIIIIIIJIFHGIIIIIIIIIIIIIIIIIIIIIIIIIIIJIHHHHHHBDFFEEEEEEDDDDDDDDDDDDDDD
9 @HWI-ST1283:64:C202MACXX:2:1101:8528:2492 1:N:0:GTCCGC
10 GGGGCATCAATGATAGTCACATAGTACTTIGCTGGTICTCAAATTTICCACAAGGAGATATCAATGGTGATACCACGTTCACGCTCAGCTTTCAGTTTATCCA

11 +

12 CCCFFFFFHHHHHJJJJJJJIIJIHIJIIJIJHIJITJHHIJIIJIIJIIIIJIFIIIJIJIIJIJIIJIIJFHCHFGHIJIJGEEEHHHFFFEEEEEEDDCFEDDDDD
13 @HWI-ST1283:64:C202MACXX:2:1101:8548:2496 1:N:0:GTCCGC
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15 +

16 BBBFFFFDHHHHHJIJJIJJJHIIIIIIIIIGIIJIHIIIIIIIIIIIIIIIIIIITIIIIIIIIIII3AHHHHHFEFFFFDEDEDDDDDDDDDDDDDDDD
17 @HWI-ST1283:64:C202MACXX:2:1101:8853:2312 1:N:0:GTCCGC
18 CGCCATTCGAATTTCAGTTCTGTACATCTGCCTATATTICCTTIGTIGATAGTGCTTIGCTTTTTCATAGATAAGCTTICCTCCTTIGCCTTTCGAAGCATCTTT
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