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Abstract Objective: The purpose of this paper is to find the potential inhibitors of influenza H7N9 from herbal
medicine Flos Lonicerae and Fructus Forsythiae. Methods : In this study, we used the general H7N9 neuraminidase (N9)
and oseltamivir — resistant neuraminidase including N9 — R294K and N9 — R292K mutations as acceptors and employed
the 24 small molecules in Flos Lonicerae and Fructus Forsythiae as ligands to perform the molecular docking for exploring
the binding abilities between these small molecules and neuraminidase. Results: According to the docking scores ( > =
6), we found the 19 components in the herbs showed obvious synergistic effect to fight influenza H7N9. Comparing the
docking results with oseltamivir . M1, M4, M5, M7, M8, M10, M12, M14, M16, M17, M19, M22, M23 showed high
scores which could be as the main composition of Flos Lonicerae and Fructus Forsythiae to inhibit H7N9. Among these

molecules, M4, M5, M10, M22 present oseltamivir — comparable high scores with neuraminidase, but M4 and M22
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showed interaction with 3 different subtypes of N9. Conclusion: Flos Lonicerae and Fructus Forsythiae can inhibit H7N9

neuraminidase including drug —

resistant mutants through synergistic effect and the small molecules M4 ( Forsythoside A)

and M22 (Ethyl linoleate) can be as potential inhibitors for neuraminidase of H7N9.
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